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COVER STORY

Computer identifies viruses with close genetic ties to ‘swine’ flu

Scientists have used new mathematical and computational techniques to
identify six influenza A viruses that have particularly close genetic rela-
tionships to the HIN1 “swine’ flu virus. The researchers found these
strains by using powerful computers to analyse the relationships between
the genomes of more than 5,000 strains of influenza A that have been iso-
lated over several decades and recently sequenced. Janies jointly with
Ohio State co-authors Shahid Bokhari, a research professor of biomedical
informatics, and Laura Pomeroy, a postdoctoral researcher in veterinary
preventive medicine, obtained data on all fully sequenced influenza A
viruses available in a National Institutes of Health database.

They then used supercomputers to efficiently track how all of these influ-
enza A viruses are related to each other and which paths through the net-
work led to pandemic HIN1 of 2009.

The research was published online in the journal IEEE Transactions on
Computational Biology and Bioinformatics.

“It’s not unlike a social network, except that it’s tracking an exchange of
genetic material rather than gossip,” Daniel Janies, associate professor of
biomedical informatics at Ohio State University and a co-author of the
study, said.

“This network gives us an explicit historical and molecular map of how
influenza A viruses evolved from several ancestors to modern-day vi-
ruses,” he said.

BIOINFY QUIZ

1.Who developed UPGMA
method and in which year

A) Michener, 1957

B) Sokal, 1957

C) Michener and Sokal, 1957

2.: Who developed Neighbor-
Joining method and in which
year?

A) Saitou and Nei, 1987

B) Saitou and Nei, 1988

C) Saitou, 1988

3.Who developed Maximum Par-
simony method and in which
year?

A) Michener, 1957

B) Sokal, 1957

C) Fitch , 1977

4.Who gave the main principle of
Maximum Parsimony method?
A) Fitch

B) Sokal

C) Occam’s Razor

5.Which of the following is the
distance based method?

A) UPGMA method

B) Maximum Parsimony method
C) Maximum Likelihood method
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Answers of Bioinfy Quiz

1)C 2)A 3)C 4 C 5)A




