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COVER STORY

In what is being billed as the largest study of its kind, a con-
sortium of 44 research institutions identified four new genes
that indicate Alzheimer's disease risk. Another group of inves-
tigators from the United States and Europe reported a fifth
gene. This news doubles the numbers of genes now thought to
contribute to Alzheimer's disease.

Rudolph Tanzi, a neurology professor at Harvard Medical
School, told Bloomberg that he is most excited by one particu-
lar newfound Alzheimer's gene: CD33. It might be responsible
for a failure of the body to eliminate as much beta amyloid as
it should. Beta amyloid buildup has long been thought to play
a key role in degradation of nerve cells in the brain.

Still, it will be a decade or more before any of these discover-
ies will translate into drugs, but it has the Alzheimer's research
community buzzing over new avenues of possible inquiry.
The research can be found in the journal Nature Genetics.

www.fiercebiotechresearch.com

BIOINFY QUIZ

1.SWISSPROT protein se-
quence database began in -

A) 1987
B)1985
C)1986

2.An example of Homol-
ogy & similarity tool?

A)EMBOSS
B)BLAST
C)PROSPECT

3. First molecular biology
server Expasy in the year?

A)1991
B)1993
C)1992

4.Deposition of cDNA into
inert structure is

A)DNA microarray
B)DNA fingerprinting
C)DNA probe

5.Characterizing molecular
component s -

A)Genomics
B)Chemiinformatics
C)Bioinformatics

Answers on page 5




PROTEOMICS
Protein information resource

The Protein Information Resource (PIR), located at Georgetown University Medical Center,
Washington, D.C. is an integrated public bioinformatics resource to support genomic and pro-
teomic research, and scientific studies. It was established in 1984 by the National Biomedical
Research Foundation (NBRF) as a resource to assist researchers in the identification and inter-
pretation of protein sequence information. PIR has provided many protein databases and analy-
sis tools freely accessible to the scientific community, including the Protein Sequence Database
(PSD), the first international database, which grew out of Atlas of Protein Sequence andStruc-
ture. In 2002, PIR along with its international partners, EBI (European Bioinformatics Institute)
and SIB (Swiss Institute of Bioinformatics), were awarded a grant from NIH (National Institute
of Health) to create UniProt, a single worldwide database of protein sequence and function, by
unifying the PIR-PSD, Swiss-Prot, and TrEMBL databases. PIR offers a wide variety of re-
sources mainly oriented to assist the propagation and standardization of protein annotation:
PIRSF - Protein family classification system

iProClass - Integrated protein knowledgebase

iIProLINK - Literature, information & knowledge
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MOLECULE OF THE MONTH
NANOBODIES

Nanobodies are similar fragments taken from the unusual camel
antibodies. The arms are cut off, creating a smaller, more stable
molecule that, like an antibody Fab, is highly specific for a given
target molecule. The one shown here binds specifically to ly-
sozyme. The nanobody is shown in blue and lysozyme is shown
in red. Researchers have already used them in research, and are
currently exploring them for use as drugs.
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Answers of Bioinfy Quiz

1) 1987 2)BLAST 3)1992 4)DNA microarray 5)Cheminformatics




